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Microbial Contamination in Pork Products Collected from Slaughterhouses in Thailand
during 2017 - 2019

Parinya Chienwichai ¥ Jaruwadee Premrudee
Abstract

The study of microbial contamination in pork products collected from slaughterhouses in
Thailand is the analytical study of secondary data from Slaughterhouse Inspection and Licensing
Activity of Department of Livestock Development during 2017 — 2019. The objective of this study
is to investigate percentage of microbial contamination in pork products from slaughterhouses
and to identify association between percentage of sample with contamination exceeding standard
value and external factors, including year of sample collection, location of slaughterhouses, and
season of sample collection. Representatives of microbial contamination in this study compose
of Total Plate Count, Coliforms, Enterococcus spp., Escherichia coli, Staphylococcus aureus, and
Salmonella spp. From total of 10,301 pork samples, Salmonella spp. was the bacterial species
that contaminated the most, 32.87% (3,386/10,301), while S. aureus was the least contaminated,
14.46% (1,490/10,301). Beside, percentage of sample with contamination exceeding standard
value had association with year of sample collection with statistical significance (p<0.05). The
percentage of samples decreased over years. Moreover, the number of contaminated samples
had association with location of slaughterhouses with statistical significance (p<0.05). Ninth
Livestock Region was the region that had highest percentage of contaminated pork products,
while Forth Livestock Region was the region that had lowest number. These percentage of
contaminated samples also had association with season of sample collection statistical
significance (p<0.05). The seasons those had highest number were rainy season, summer, winter,
respectively. Findings of this study found that external factors, year of sample collection, location
of slaughterhouses, and season of sample collection, had association with percentage of sample
with bacterial contamination with statistical significant level of 0.05. These factors can be used as
evidences for slaughterhouse improvement processes, which can reduce the risk of bacterial

contamination in slaughterhouses and enhance pork quality for the customers.

Keywords: Bacterial contaminations, Pork products, Slaughterhouses
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§ou (n=3,496) 32.58 (1,139) 15.88(555) 27.23(952) 22.51(787) 16.22(567) 31.78 (1,111)
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U2 (N=2,931) 26.17 (767) 11.60(340) 20.88(612) 17.10(523) 10.59 (316)  28.90 (921)
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